: NEAT1 transcript binds directly to KCNIP1. KCNIP1 binds directly to NEAT1 transcript revealed through candidate qRT-PCR following RNA immunoprecipitation using KCNIP1 antibody (n≥3).
Highest increases in gene expression with specific attention paid to the activated NEAT1 ASO (NEAT1 ASO +KCl) column. Expected increases in immediate early genes, such as FOS and JUN, are evident when comparing the red bars (Control ASO +KCl) with yellow bars (Control ASO -KCl). These increases are amplified following activation when NEAT1 is knocked down using NEAT-directed ASOs (pink bars; NEAT1 ASO +KCl) compared with controls (dark green bars; NEAT1 ASO -KCl). GO analysis for significantly upregulated genes; Red: GO analysis for significantly downregulated genes). iPSC-derived neurons (Blue: GO analysis for significantly upregulated genes; Red: GO analysis for significantly downregulated genes). 
